INTERPRETATION TABLE

HLA-A*29 SSP subtyping

Amplification patterns of the A*2901 to 2917 alleles
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INTERPRETATION TABLE

HLA-A*29 SSP subtyping

Amplification patterns of the A*2901 to 2917 alleles

well*
9 10 11 12 13 14 15 16
80 95 | 195 | 85 | 165 | 260 | 100 | 95 Length of spec.
170 | 170 PCR product
1070] 800 | 1070 | 1070|1070 | 1070 | 1070 | 1070 Length of int.
pos. control®
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